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Figure 3
	
Move Figure 3 below Subsection title Validation of Docking Parameters
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Subsection title “Structure-based virtual screening of NCIDS3”

	Move the subsection title to page 4, before paragraph “It is interesting to observe that ligands from NCIDS3 are in similar predicted binding affinity window as the known PAD4 inhibitors…”
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The compound also formed non-bonding interactions with G403, S406, V469, L578 and H640. 

	
The compound also formed non-hydrogen-bonding interactions with G403, S406, V469, L578 and H640. 
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